with a hypothetical donor splice site yielding a 191 bp intron (Fig. 2B ). If these consensus splice sites constituted an authentic intron, the resulting mRNA would provide a NH 2 -terminal methionine for translation ( Figure 3A ) and, moreover, the additional residues of the translated protein product (MNPE) would include a strong homology to the NH 2 -terminus of Ypt1p in line with other fungal orthologs of this protein ( Figure 3B ).
In order to provide experimental evidence for an alternative OHW89796 exon, we searched the dBEST database. In order to determine if expressed Colletotrichum sequences would include the sequence homologous to the proposed additional NH 2 -terminal peptide with start methionine we used a search query of the complete open reading frame (609 nucleotides, see Appendix) of the proposed OHW89796 ORF. The highest scoring sequence identified in this survey was FN670696, a cDNA clone representing mRNA from Colletotrichum higginsianum with 581/609 (95%) identity and zero gaps (Figure 4) . Importantly, the expressed and experimentally identified sequence contains a complete reading frame including the proposed NH 2 -terminal peptide and start methionine. These data support the suggestion that the annotation for genomic OHW89796 should be updated to include an additional exon. Accurate identification of genes and proteins relevant to fungal infection and pathogenesis will contribute to our understanding of the biology of Colletotrichum and solving the problem of infection control.
Methods
Pairwise global protein alignments were performed using the EMBOSS (Rice et al., 2000) needle 6.6.0 webserver with EBLOSUM62 matrix, gap penalty 10.0, extension penalty 0.5. DNA sequence alignments used default parameters.
SnapGene Viewer Version 4.1.9 was used for the graphical representation of DNA maps. 
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